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NCNCGCAGC^GGGTGCGCGCAAATTTTGAAGGAATTTTCGAGGGTGATTA 

GTGCGGCGACTAAGTGCGGATGACAATAAAGATTAACGGGATTTATCAAC 

GGGGAAAACACGGAAATATGTTCCCGTAGAGAAATAATGGTCTCGTTAAA 

TTAGTTATAATCTTAAACAATTTAGTGGTCAATATAATAGACAAAAATGA 

CAAATTAGTGGACTCTTTCGCCAC(^CTCTTCAC^GACCAACTGTTTT 

TGTGCCCTCCTCCCTCTCAGTTGCTACGATTCGCTGACCTCCTTTCTCTA 

CTACCGTCGGCTCCAACACCATCATC^TGTCGCAATTCCTAACCAGCATC 

CCCAAGGAATGCGTAGGCACCAACGGCCTCGGAGTCCACTACGCCGAATT 

CTCCTGCCTCCACCCTCTCCTCGGCGCCACCTACCTCCCCTTCGAACGCT 

TCTACGATCCCGTCGCCACCCTCACCTGGATGCAAGATCGTCCCATGATC 

CCCATCATCGCCTGCGTCGCCTACGTCGTGCTCATCGTCCTGGGACGCGC 

CTACATGAAGGACCGGCCGGCGTGGAGCTGGAGGAGGATTTTGGCCGTTT 

GGAATTTGAGCCTGTCGCTCTTCTCGTGGATTGGCGCGATCAGGACGGCT 

CCTCAGTTGTATTACAACTTGACGACGTATTCGTTGAGGGATAATTTGTG 

CGATGATCCGGCGGCGTTGTATGGGAGTGGATCGACGGGACTTTGGGTGC 

AGTTGTTCATTTTGAGCAAGTTTCCCGAGTTGCTTGACACTTTCTTCATT 

GTCATTCACAAGAAGCCGCTCATCTTCCTCCATTGGTATCATCATATCAC 

CGTCCTTCTTTACTGCTGGCATTCCTATGTGACCACTTCTCCCAGTGGTC 

TCTTCTTCGTCGTCATGAACTACAGTGTCCACGCGGTCATGTATGGGTAC 

TACTTCCTCATGGCGGTCAAATTCCGTCCCAAATGGTTCAACCCCATGTT 

CGTGACGTTCATGCAACTTTCTCAAATGTTTATTGGGGTGGGAGTTACCA 

TTGTGGCATTTTATTATTACAGTAATCCGATTTTGGGAAAGACATGTCAT 

ATCAGGAAGGAGAACAATGTTGCGGCCTTTGTCATGTACGGGAGCTACTT 

TTACTTGTTTGCACAATTCTTTGTGGCGAGGTATTATAAGGTTAAGGTCA 

AGGGGGATGCGAAGAAGAAGAAGGTTGTGTAAAGTGAGAGATGGAATGAA 

ACAACCATCTTGTTTGGGGAAGGGGGTATTGGATAGCGGGTACCATTCAG 

TATCGTTGAGGTGCATTTAATGTTGAATGAACAAACTTGACGAGACGAGG 

GATTTTGATCTTCATGAACGAGTGGGAGCATCTTTCAATCCATTGGGGAG 

AGAGGAGAAGTGAGAGAAGTGCTACTTTGGGAGTTTGAGAGAGTAAATTA 

ATGTCTTTTGCTATGAATTGCTGCCTCAAAAACGCAACGTGCTAGCAAAC 

CTCGTTAACAATGACAAAGTTATTTCTTGTTGTATGGGACATACCACGAT 

TGTATCATAAAAGAAAACCAATTCTATTGAGTTGTAAACATCTAGAGTGC 

AGTATCGAGCAACAGCCCACGCCATCACGATACACTAAACACACATTCGT 

CTTCATCTTTACATTCTAACCACAGCATGCTGGCTCTCTTACCTCTTCAN 

NC 

Figure la 



ACGCGGGGTTGCTACGATTCGCTGACCTCCTTTCTCTACTACCGTCGGCTCCAACACCAT 

CATCATGTCGCAATTCCTAACCAGCATCCCCAAGGAATGCGTAGGCACCAACGGCCTCGG 

AGTCCACTACGCGGAATTCTCCTGCCrCCACCCrCTCCTOaGCGCCACCTACCTCCCCTT 

CGAACGCTTCTACGATCCCGTCGCCACCCTCACCTGGATGCAAGATCGTCCCATGATCCC 

(^TC^TCGCCTGCGTCGCCTACGTCGTGCTCATCGTCCTGGGACGCGCCTACATGAAG 

CCGGCCGGCGTGGAGCTGGAGGAGGATTTTGGCCGTTTGGAATTTGAGCCTGTCGCTCTT 

CTCGTGGATTGGCGCGATCAGGACGGCTCCTCAGTTGTATTACAACTTGAOSAC^ 

GTTGAGGGATAATTTGTG CGATGATCCGG CGGCGTTGTATGGGAGTGG ATCGACGGGACT 

TTGGGTGCAGTTGTTCATTTTGAGCAAGTTTC^ 

CATTCACAAGAAG CCG CT CAT CTTCCT C CATTG GTATCATCATATCACCGT C CTTCTTT A 
CTGCTGGCATTCCTATGTGACCACTTCTCCCAGTGGTCTC^ 

CAGTGTCCACG03GTCATGTATGGGTACTACTTCCTCATGGCGGTCAAATTCCGTCCCAA 

ATGGTTCAACCCCATGTTCGTGACGTTCATGCAACTTTCTrCAA^ 

AGTTACGATTGTGGCATTTTATTATTACAGTAATCCGATTTTGGGAAAGACATC 

CAGGAAGGAGAACAATGTTGCGGCCTTTGTCATGTACGGGAGCT^ 

ACAATTCTTTGTGGCGAGGTATTATAAGGTTAAGGTCAAGGGGGATGCGAAGAAGAA 

GGTTGTGTAAAGTGAGAGATGGAATGAAACMCCATCTTGTTTGGGGAAGGGGGTATTGG 

ATAGCGGGTACCATTCAGTATCGTTGAGGTGCATTTAATGTTO 

AGACGAGGGATTTTGATCTTC^TGAACGAGTGGGAGCATCm 

AGG AG AAG TG AGAGAAGTG CT ACTTTGG G AGTTTG AGAG AGT AAATTAACGT CTTTTG C 
AAAAAAAAAAAAAAAAAAAAAAAAA 
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Figure 2a 



MS QFLTS I PKECVGTNGLGVHYAEF SCLHPLLGATYLPFERFYDPVATLTWMQDRPM I P I 
IACVAYWL I VLGRAYMKDRPAWS WRRI LAVWNLS LS LFSWIGAIRTAPQLYYNLTTYSL 
RDNLOTDPA^YGSGSTGLWVQLFILSKFPELLDTFFIVIHKKPLIFLHWYHHITVLIiYC 
WHS YVTTS PSGLFFVVMNYS VHAVMYGYYFLMAVKFRPKWFNPMFVTFMQL S QMFI GVGV 
T I VAFYYYSNPILGKTCHIRKENNVAAFVMYGS YFYL FAQ FFVARYYKVKVKGDAKKKKV 
V 



TpEL02.1, amino acid sequence from cDNA 

MS QFLTS I PKECVGTNGLGVHYAEFS CLHPLLGATYLPFERFYDPVATLTWMQDRPMI PI 

IACVAYWL I VLGRAYMKDRP AW S WRRI IAVWNL SLSLFSWI GAIRTAPQL YYNLTTYS L 

RDNLCDDPAALYGSGSTGLWVQLFILSKFPELLDTFFIVIHKKPLIFLHWYHHITVLLYC 

WHS YVTTS PSGLFFVVMOTS VHAVMYG YYFLMAV1CFRPKWFNPMFVTFMQLS QMF IGVGV 

TIVAFYYYSNPILGKTCHIRKENNVAAFVMYGSYFYLFAQFFVARYYKV1CVKGDA 

V 
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Figure lb 



GTGGTCTCATGGCGTGGGTCGCTTGGTTCTCCTTCQCTGTGCTCCCCTCT 
CTCCTTCTCGGCGGTGTGTGCGGTCTTCGTTTTCATTTGCCTTCTTTTCC 
CATCAGGTTTCCTAGACGTGCGGGGCCGCGTCCTTCTCTTGGGTTGGGCT 
TGCCCGCTTTGGTTTGATATCACAACAGTTACCTGGCAACCATGGACGCT 
TACAACGCTGCAATGGATAAGATCGGTGCCGCC^TCATCGATTGGTCTGA 
TCCCGATGGCAAGTTCCGTGCCGATAGAGAGGTGAGCATGAATGTACACA 
CCATGGTTGTCTCGGCATGACGGTGTCATTGGATGGTGTCAGTGCATCTC 
TCTGTTTGCATCTATTCTAAACAACACATCTCTTCACCTCGTTACCTTAC 
TCAACAACTACCACACAACCATCATCATCGTAGGACTGGTGGCTCTGCGA 
CTTCCGTAGCGCCATCACCATCGCTCTCATCTACATCGCCTTCGTCATCC 
TCGGTTCCGCCGTCATGCAATCCCTCCCCGCAATGGATCCCTACCCCATC 
AAATTCCTCTACAACGTCTCCCAAATCTTCCTTTGTGCCTACATGACTGT 
CGAGGCGGGATTTTTGGCCTACCGCAATGGATATACCGTCATGCCTTGCA 
ATCATTTCAATGTGAATGATCCTCCCGTGGCGAATCTTCTTTGGTTGTTT 
TATATTTCCAAGGTGTGGGACTTTTGGGATACCATTTTCATTGTGTTGGG 
GAAGAAGTGGCGTCAATTATCTTTCTTGCATGTATACCATCACACCACCA 
TCTTTCTATTCTATTGGCTGAATGCCAATGTCTTGTACGATGGTGACATC 
TTCCTTACCATCTTGCTCAATGGATTCATCCACACGGTGATGTACACGTA 
TTACTTCATCTGTATGCATACCAAAGATCCCAAGACGGGCAAGAGTCTTC 
CTATATGGTGGAAGTCGAGTTTGACGGCGTTTCAGTTGTTGCAATTCACT 
ATCATGATGAGTCAGGCTACCTACCTTGTCTTCCACGGGTGTGATAAGGT 
GTCGCTTCGTATCACGATTGTGTACTTTGTGTACATTTTGAGTTTGTTCT 
TCCTTTTTGCTCAGTTCTTTGTGCAATCATACATGGCACCCAAAAAGAAG 
AAGAGTGCTTAGATTGGAAAGGGGTGTGGGCGACGAGCTTTCCTGTTGAG 
GGTGGGTGGTGGAACGGAGTTGGTTTTTTGAAGCATCTGCAATATTCGCA 
GGACTGTTGCTGTGAGAATAGCTATGGAGTAAAGGTGGGGGGGGGTGGAT 
TCATGGCGGACAGGCATGCCTAAGATACTAAGGAATGTTCATGAACATGA 
TGTTGATACTTTATTGTAAGGTACTGTTGGGAATTAATGAGAGGGTACTG 
AAAGGAGAGATGAGTGTCTGTCAAAACGCTTGGGTTAGTTGTTACTTTCC 
CTTCGTTCTTTCAGCTATAAGTCTTTGCTGAGGAGTTAATCCTAAGCTGA 
CACCATTACGTTGAACAACGCAACAATTAGCGTTGAGCCCGACAACTCTC 
GACAAAGAGGTTTTGTAGATTGTATCCCCTGGCGCAAGTTAACGTACAGG 
TCCTTCATTCACGGAACCATAATCCCATGGATGCATCCTGTGCCAATAAC 
CTTCAAAAACGTGCGTCCCACTTGAGAAAACCACTATTACGAGTTTCACC 
TCAGGTCCTGACCGGCAAAAAGAATTGAATCAGCAGCAAAGCCCACAAGC 
AAGCACTTCGCGATGAGGACCACAGGAAGAGACGCTCACACCTCCCCGCC 
TTCGGACGAGCCCCACGAGCGCGNGTGG 



Figure 2b 



DWWLCDFRSAITIALIYIAFVILGSAVMQSLPAMDPYPIKFLYITVSQIFLCAYMTVEAGF 
IiAYI^G YTVMPCNHFNVNDP P VANLLWLFY I S KVWDFWDTI F I VLGKKWRQL S FLHVYHH 
TTIFLFYWLNANVLYDGD^ 

TAFQLLQFTIMMSQATYLVFHGCDKVSLRITIVYFVYILSLFFLFAQFFVQSYMAPKK^K 
SA 
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Figure 1c 



AAAAAAAAAAAAAAAAAAAAAAGANAGGAAATGTCGCACAACGGCAGCTGCAGCTTCATG 
CCTGCAGGTCGACTCTAGAGGATCCCCGTGTTGTCAATGTGGCGCAAGTGCTGCTCAAAT 
GGGTGGACGGTGTATGCGATTGTGGATGCGGTGATGAATAGAGACCATCCATTTATTGGA 
AGTAGAAGTTTGGTTGGGGCGGCGTTGCATAGTGGGAGCTCGTATGCGGTGTGGGTTCAT 
TATTGTGATAAGTATTTGGAGTTCTTTGATACGTATTTTATGGTGTTGAGGGGGAAAATG 
GACCAGGTGAGTTGACGAGTTGCTGTTTAGTGTTGGTTAGATGGTACTTGGTGAAGTTGG 
TGACAGTGTGTGGTGTGGCGTTGGATATATGGATATGGAGAAGGTACCAATTGGTTGGAA 
GGAACAATGAGACACATCCTGCGCACAGTGTCCAGAGAGACGAATCTGCAACGATTCAAA 
GATCATTTAAGAGTTCATCAGCTACGCAGAAGAATGGTGTAAATGATACTGTTCAGTTTC 
AAAAGTTGGCATGATACTACTCAGCTTTGAAGTGCATCGGTCTGCTCAGGGAACGGGGAA 
GGCTTTCACCAACAACGTTACCAATCCAC^^ 

AAAAA7VACAGGTCTCCTTCCTCCACATCTACCACCACACGACCATAGCGTGGGCATGGTG 
GATCGCCCTCCGCTTCTCCCCCGGCGGAGACATTTACTTCGGGGCACTCCTCAACTCCAT 
CATCCACGTCCTCATGTATTCCTACTACGCCCTTGCCCTACTCAAGGTCAGTTGTCCATG 
GAAACGATACTTGACTCAAGCTCAATTATTGCAATTCACAAGTGTGGTGGTTTATACGGG 
GTGTACGGGTTATACTCATTACTATCATACGAAGCATGGAGCGGATGAGACACAGCCTAG 
TTTAGGAACGTATTATTTCTGTTGTGGAGTGCAGGTGTTTGAGATGGTTAGTTTGTTTGT 
ACTCTTTTCCATCTTTTATAAACGATCCTATTCGAAGAAGAACAAGTCAGGAGGAAAGGA 
TAGCAAGAAGAATGATGATGGGAATAATGAGGATCAATGTCACAAGGCTATGAAGGATAT 
ATCGGAGGGTGCGAAGGAGGTTGTGGGGCATGCAGCGAAGGATGCTGGAAAGTTGGTGGC 
TACGGCGAGTAAGGCTGTAAAGAGGAAGGGAACTCGTGTTACTGGTGCCATGTAGATAAA 
GAGGTTGAAGAGAGATGAAGGCAACTCTTCATGATGGTGGTCGAAGTTTCATCAACATTA 
ACTGTATGAATCAAGATAAAGGTGGTTGGACAAGGATGTCTTGGAATACGGCATGAATAG 
GAGAACAAGTTGCTAATGATTCTAGAGAATGTACATTCAGACTTCGTGTATAAAGACGAT 
ACTCCGGGATCGTCACGTACCGTTTCGAAGTAGGCCATGCTCAAGACCGTGATATACTGA 
GTGCGCCGATCTATCTACTTGAAGCCATCCTTACTGTGCGGCGATCGAACAAGAATTCCC 
GACNGG 



Figure 2c 



MWRKCCSNGWTVYAI VDAVMNRDHPF IGS RS LVGAALHS GS S YAVWVHY CDKYLEFFDTYF 
MVLRGKMDQVSFLHI YHHTTI AWAWW I ALRFS PGGDI YFGALLNS I IHVLMYSYYALALLK 
VS C PWKRYLTQAQLLQFT SVVVYTGCTGYTHYYHTKHGABETQPSLGTYYFCCGVQVFBMV 
SLFVLFS I F YKRS YSKKNKSGGKDS KKITODGI^DQCHKAMKDISEGAKEVVGHAAKDAGK 
L VATAS KAVKRKGTRVTGAM 
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Figure 3A 



ACGC&GTGTCACGCGCGTCTTCCAGCGCGAGCCGCTGCTCC^ 

GTGGCGGAGCTGCGCGCX3GCGGAGGTCGCCTCGTACACGCGCAAGGCGGTG 

CTAOSACGCC^GGCCTTCCOTGACGAGC^CCCGGT^ 



GACAGTGCCTACCTCCGG CTGTGCG CGGAGGTGAACGCCTTGCTGCCAAAGGGGAG CGGCGGCTTTGCGCCGCCCTCCTATTCGCTCAA 

GGCGGCGGCGCTGGTGGTGGCCGCCGTGTCGATTGAGGGGTATATGCTGCTGCGCGGCAAGAC^ 

TCGTCTTTGCX3TGGATCGGTCTCAACATCC^GCACGACGCGAACCAC^ 

TACGCG CAGGACTGGATCGGCGGCAACATGGTGCTCTGGCTG CAGGAGCACGTGGTGATGCACCACCTGCACACCAACGACGTCGACG C 

CGACCCGGACGAGAAGGCGCACGGCGTGCTGCGGCTCAAGCa^ 

TGCCCGGCGAGGCXSATGTACGCGTTTAAGCTGCT^ 

CCCCTCGCGCGCGCCCTGTTTGCACCAGCGGTGGCGTGCAAGCTTGGC^ 

GACGGTQCACAasGCGCTQTGCATCTGCGCGAaSGTGTGCACGGGCTCCTTCT 

ACGGCGTGGGTAGTGTGGGCCCCAAGGGCAGCTTGCCGCGCTCTGCAACCTTCGTGCAGC^ 

GGCTACTGGCTTGGCGTGCTCAATGGAGGGCTCAACTC 

GATTGCCCCAGTGGTGCGCACGCACATCGAGAAGCTCGGCTTCAAGTACA 

TGCAGCACATGGGCAAGATGGGCACTCGCC(^GGAGCTGAGAAGGGCGGCAAGGCCG^ 

TAGCCAGCAACCGGGTGCC^GCGAGCCCCTCTTCCATCCGAGCCCT^ 

GACGTCGCCGTGCCG CTGGCGCTCTCCGTCGCCAGCCACTGAGAGG CTGC/^TGCCGCCCGACGCCGCTCACGCGG CTTTGGTCTTAAA 
AAAAAAAAAAAAAAAAA 
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Figure 3B 

MPPSAASEGG VABLRAAEVA SYTRKAVDER 
GGRDATEAFM EYHRRTWPKA RMSKFFVGSIj 
PAPPSYWLKA AALWAAVSI EGYMLLRGKT 
SVINYCLGYA QDWIGGNMVL WLQEHWMHH 
ALQQLYILPG EAMYAFKLLF LDALELLAWR 
LPLWLQPTVH TALCICATVC TGSFYLAFFF 
TSSNVGGYWL GVLNGGLNFQ IEHHLFPRLH 
NLSSMLQHMG KMGTRPGAEK GGKAE 



PDLTIVGDAV YDAKAFRDEH PVGARFVSLF 
DASEKPTQAD SAYLRLCABV NAIiLPKGSGG 
LLLSVFLGLV FAWIGliNIQH DANHGALSRH 
LHTNDVDADP DQKAHGVLRL KPTDGWMPWH 
WEGEKISPLA RALFAPAVAC KLGFWAJRFVA 
FISHNFDGVG SVGPKGSLPR SATFVQRQVE 
HSYYAQIAPV VRTHIEKLGF KYRHFPTVGS 
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GCACGAGGGTGCTGCTACCTGCTGTACGTCTCCCTCGGCTCGATGTACAT 

CTTCTGCAACTTTGCCGTGTCGCACACGCACCTGCCCATCGTTGAGGCCG 

ACCAGCACGCCACCTGGGTTGAGTACTCGGCCAACCACACGACCAACTGC 

GCGCCCTCGTGGTGGTGCGACTGGTGGATGTCTTACCTCAACTACCAGAT 

CGAGCATCATCTGTTCCCGTCCATGCCGCAATTCCGCCACCCGACGATCG 

CGCCGCGCGTCAAGGCGCTCTTCGAGAAGCACGGGCTGCACTATGACGTG 

CGCGGCTACTTTGAGGCGATGGCCGACACGTTCATGAACCTTGACAAGGT 

CGGCAACGCGCACGAGCACAACCATTAGGCCGTAGCCGCTTGGAAAGAGG 

CCTCCTGCATACGCGGCGACGCGTCGGCGCGCGGCGGCGTGCACGGGAGC 

ACAAAGTGATGGATGGACCTTGGGCGACGCCGACGGCCAAGGAGTGGTTG 

TCTCTGTCGTCGCCAGGGCCCAGGAGCCCAGGGGCAGGGTTGCAGAGCTT 

GGGCGCGATTGGAGGCAGGGCCGGGCGCGTCGGCGTTCGCGAGTCTGGCG 

AGGCGCTCTGCGAGCTCTGCACGACTGCGCCCAGAGGCGTGCGCGCGCGC 

GCGAGTTCCAAAAAAAAAAAAAAAAAAAAAAA 



Figure 4b 

ARGCCYLLYVSLGSMYIFCNFAVSHTHLPIVEADQHAT 
WVEYSANHTTNCAPSWWCDWWMSYLNYQIEHHLFPS 
MPQFRHPTIAPRVKALFEKHGLHYDVRGYFEAMADTF 
MNLDKVGNAHEHNH 



WO 2005/007845 PCT/GB2004/003057 

8/13 

Figure 5a 

GCACGAGGCCTCTTCGGCTGGGCGCTCGACGACGCGCTCGCCAAGTATGA 
CAAGGGCGGCGTCGGCCCCGGCTTCCTGTACAACGCGGTCGTCTTCTCGT 
CGGTGCAGGCGCTGCTCGGCGGTCGCGTGCGCATGATGGTCGCCGGCTCC 
GCGCCCCTCTCCGCCGACGTGCAGAAGTTTGTGCAATCGTGCTTCAACGC 
GCCGCTTCGCCAAGGCTACGGCCTCACCGAGACGTGCGCGGCGACGACGC 
TCTGCGCGCTGCACGACAACACGCCGTCGCAAGTTGGGCCGCCGCAGGAG 
TCGGCGTGCATCACGCTGCGCGACTGGGAGGAGGGCAACTACCGCAACCG 
CGACGCCAACGACCCGGCCATCGGGATGCGGCGCGGCGAGATCCTGATCG 
GTGGGCCCGCCGTCTGCCTCGGCTACTACGTGAACGAGCGCGCGCCCGAC 
GCGGACGTGGTGAAGCGCAACGCGGAGGACTTTGTGACGATCAACGGCAT 
GCGCTTCTTCTGCTCGGGCGACATCGGCCAGATCACGCCGAGCGGCTGCG 
TGCAGATTATCGACCGGAAGAAGGACCTCGTCAAGCTGCAGCAGGGCGAG 
TACGTCGCGCTCTCCAAGGTGGAGAACGCGCTCAAGAACTCGTCGTACAC 
GCAGATCCCGTACGTCTACGCGCTCTCATCCAAGAGCTACTGCATCGCGC 
TCCTCTGCCCGCAGCACGCGGCGATCCGCCAGCTCGCCGCCTCGCTGCAG 
ATCAGCGGCAAGGAGCTTTCCGAGCTGTGCGCGCACCCGCAGATCGTCGC 
GGCCGTGCTCAAGGACCTGCAGGCGCAGTGCAAGGCGGCCAAGCTCGCGG 
GCTTCGAGACGCCGAGCAAGCTCATCCTCGTGTCGGACGAGTGGACCGTT 
GAGAATGACATGCTCACCACGACGATGAAGATCAAGCGCAAGCCAATCGC 
TGACCGGCACGCGAGCGAGATCAAGGCCGTTTACGTCTGAGCCCGCGCCT 
TTTTGTACAACCTCGAGAGCGCCACTGTCTTGATGGCGCGCGCGTGCTGT 
TGTGCAGGCCGTCGGCATTGACCGCGGCGCTTGAACGCAAGGCAGGCGCA 
AGGCGCGGGAGGGATTGCTGGGGATGGCGGCTGCCGCAGTTGCTGAGCAG 
AAGGCAGTCTCCGGCTCTCGACAGGTGGCGCCCGTTGTGCAGAATGTTCG 
CAGCCCCTCCCCCCTCGGGCGGCTGCCATTCGGGGCAGCGCTCGCACATG 
TGCTGCGCTCCGCAGCCGCACGCCACGGCCACCAACGCGTGTGCCTGCCG 
TCACGCGCCGCGCCCGTGGGAACGACCGTTGCCCTCGCAC 



Figure 5b 

ARGLFGWALDDALAKYDKGGVGPGFLYNAVVFSSVQALLG 

GRVRMMVAGSAPLSADVQKFVQSCFNAPLRQGYGLTETCA 

ATTLCALHDNTPSQVGPPQESACITLRDWEEGNYRNRDAND 

PAIGMRRGEILIGGPAVCLGYYVNERAPDADVVKRNAEDFV 

TINGMRFFCSGDIGQITPSGCVQIIDRKKDLVKLQQGEYVAL 

SKVENALKNSSYTQIPYVYALSSKSYCIALLCPQHAAIRQLA 

ASLQISGKELSELCAHPQIVAAVLKDLQAQCKAAKLAGFETP 

SKLILVSDEWTVENDMLTTTMKIKRKPIADRHASEIKAVYV 
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Figure 6A 

ACTGCGTGTACACAGCATCGCGGCTCGCGC^ 

GGCGTTCGTGC7VGATCGGCGTGTGGGCGCTCACGCCCGTGGGCATTGCGTGGGCCCTCGC 

GTTCCACTGGAAGGTGACGCTGCCGCTGCTCGCCCTTTATCTCGCGTCGTACCTCGACG^ 

CGCCGAGGTGCGCGTCAAGCGCGTGCGCGCGTGGCCGGCGTTCTCCCGGCATTTTTGGCT 

GTTCAOTTTCATGCGCAGGGTCTACCGGCAGCGCGTTCACGTGCCAGCTGGCCT 

CGAGGAGCAGATCATCCTAGCGCTGCATCCGCACGGCTCGATGGCGGACTACCGCGCGAT 

CCTCGACGGCCAGCTGCTCGACCTACTGCCCGCGCTGCGCGGCAAGATGCGCTGGCTCGC 

GGCGAGCGTGCTCTTTCGGCTTCCCATCGTC 

CGACGCGCGCCGCTCGGTTGCCGAGAGTGCGCTGCGTGGCGGCTACTCAGTCGGCGTACT 
GCCCGGCGGCGAGCAGGAGCAGCTGCGCACGCGCTACGGGCGCGAGTCGGTATATTTGCG 
CAAGCGCTTTGGCTTCGTCAAGCTTG 

CGTGTTCGGGTGCGTCGACCTGTACCACACTTCATCCCTGCTCTTCTCGGCGCGCGAGTG 
GCTCGTGCGCTCTCTCGGCGTGTGCGTGCCCGTGTGCTTCGGAGCGTGGGGCGTGCCCAT 
GGCGCCGCTTGCTGTGCCGCTCAACGTCGTGATCGGCCGGCCGATCAAGCTGCCGCGCAA 
CCCTGAGCCGACCGATGAGGACGTCGCGCGCGCGCTCGACCAGTACATCGCCGCGCTGCG 
CGCGCTCTTTGACGAGAACAAGGCGCGCTTTGGCTATGCCGACCGCGAGCTGGAGGTGTG 
CTGATTGTGAAGAAGTGTCATTGAAGGTCGGCGTCAGCAGGCGCACCGCGCACCAAGCCA 
CTCACGTCTTGATCGCTGAACCGCCGTGAACGATGCCGTTGCGACACGCTTGAAGATGGC 
CAGAAAAAAAAAAAAAAAA 
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Figure 6B 



MAARAVDALV VSAFTAFVQI GVWALTPVGI 
KRVRAWPAFS RHFWLFTFMR RVYRQRVHVP 
LDLLPALRGK MRWLAASVLF RLPIVRELTL 
EQLRTRYGRE SVYLRKRFGF VKLALRFGVP 
GVCVPVCFGA WGVPMAPLAV PLNWIGRPI 
NKARFGYADR ELEVC 



AWALAFHWKV TLPLLALYLA SYLDGAEVRV 
AGLEAEEQII LALHPHGSMA DYRAILDGQL 
WTGCIDARRS VAESALRGGY SVGVLPGGEQ 
LVPGYVFGCV DLYHTSSLLF SAREWLVRSL 
KLPRNPEPTD EDVARALDQY IAALRALFDE 



WO 2005/007845 PCT/GB 2004/00305 7 

11/13 



Figure 7a 

ggcacgagggggagatggcggcgccgacatcgccgtacggc^ 

ccggagcgtgcaaatgt<^gatgtccgaggcgct^ 

tcacagctcgcagatcctcgccgccgcgctgct 

tcgcggacctcgccgagatctggcgctcgctgcagatcgacgtggcgtacgcgttcgcgctc 

gccgtgctgcttctcggctactato^ 

gcagctgcgcgacgac^ggacgacggcagcct^ 

attgcggcaatttttgcgacgagtcggtcgacttccag 

cgctgctacttcccacctggcatccgc^^ 

cgcgcgcaaggagttcgagactgtcgtcttcacgaccgtcgacgagctgctcgccaagacgggcgtaaagc 
otcgagatatcgacatcctcgtcgtcaactgctcgct 

atcaaccactaccagatgaaggactccgtacagagctactcacttggcgggatgggttgctcagcgggact 

c^tctc^tccacctcgc^vaaggac^^ 

agaacatcacgcaaaatttttaccagggcaato 

ggcggcgccgccgtcctcctctccggccgc(^cgccgaccggcgcgtcgccaagtatcaactgctg(^cac 

CGTCCGC^CGCACAAGGGCGCGGACCCGGATOCGTACCGGTGCGTCTTCCAGGAGGAGGACAAGGCGGGGC 

ACGTGGGCGTGCGCCTGTCGAAAGACGTGATGGAGTGCGCCGGCGCCGCGATGAAGACCAACATCTCCGTC 

CTCGCGCCTCTGATTCTGCCCGTTTCTGAGCAGGTCCGATTTCTCGCAAACTACGTTGCGCGCAAGTGGCT 

GCGAATGAAAGGCGTGAAGGGATACGTGCCGGACTTCACAACGG 

GCGGGCGCGCX3GTGCTCGACGCGCTGCAGGCX3^ 

TACTCCCTGTGGCGCTGGGGTAACGTCTCAAGCGCCTCAGTCTGGTACGAGCTCGACTGGCTCGAAAAGTC 
CGGCCGCATCCGGCGGGGCGACAAGGTGTGGCAGATTGGGTT^ 

TCTGGCGGGCGTGCCGAGCGATGCCCTAGCTACGCCGGCGCCGTCCGCATTGCCAGTGGTTCGTGACAGAC 
AGTCACACTGACGAGTGCGGAGTGACGTCTGACGCCTTCCCCCCCCCGCCCACCACCTCCACCTCCACCTC 
CTTC^CTCTCACTCAATCGCGCGGCGG^ 

CCTCGCGCCGCTCGAGCGAGCGCGCGTCCATGAGCGGCACGGACGCGAAGCGGAAGAAGAGCCACATCACA 
GGAX3AAAAAAAAAAAAAAAAAAACTCGAGACTAGTT 
GTGTGCATGCTCGCCGTCACCGGCATGCTTGTCC^^ 
CAAGGCGCCGACGCCGCTCGGCGCGCTCTCGACCGTC 

TCGGCATCATCGAGGTGCGCTCGGCGAACTACCAGGGCCGCGTGCCCGGCGACCTTGGCTTTGACCCGCTC 
GG 
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Figure 7b 

MAAPTSPYGA ESPRAAYAYP ERANVKMSEA 
HFPKITVADL AEIWRSLQID VAYAFALTAV 
DDGSLSATSD PFRSTITDCG NFCDESVDFQ 
FSMAAARKEF ETWFTTVDE LLAKTGVKPR 
SVQSYSLGGM GCSAGLISIH LAKDLLQVYP 
FRMGGAAVLL SGRHADRRVA KYQLLHTVRT 
MECAGAAMKT NISVLAPLIL PVSEQVRFLA 
TGGRAVLDAL QANLSLSDYY LEPSRYSLWR 
IGFGSGFKCN SAVWRACRAM P 



LRVLDEGVHP LVIHSSQILA AALLVTAAVN 
AVLLLGYYAL RHPRPVYLVD FATWQLRDDK 
MKLFERNQIS ERCYFPPGIR AYRKGERDFD 
DIDILWNCS LFNPTPSLAA IVINHYQMKD 
RKRALVISTE NITQNFYQGN EKSMLISNTL 
HKGADPDAYR CVFQEEDKAG HVGVRLSKDV 
NYVARKWLRM KGVKGYVPDF TTAVQHFCIH 
WGNVSSASVW YELDWLEKSG RIRRGDKVWQ 
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Figure 7c 

GCACGAGGCCTCGTGCCGAATTCGGCACGAGGCGGCGCTGTGGTCGTGGT 
TACCGACGTACGACGAGTTTGTCGATGGGCTTTCGTTCGTCGACCGCGAG 
AAGATCGGCGTGCACATGGTCGACCAGGGCGTGATTACCTCTGCGGAGTG 
GGCGGCCATCTCGGTCGACAAGCACATGTCCTTCTTCTCCGACGCGGCCG 
AGTTCACGGGCGACCACTGGATCATCCCGCTCGTCGCGGTCGCACTCTAC 
CTCGTGATGATCGTCGTCGGCCCAATGATCATGGCCAACCGGCCGCCGCT 
CCCCGTGAATGGGCTCGCCTGCGCGTGGAACTGGTTCCTGGCCGCATTCA 
GCACTTTCGGCGTGGCTTGCACGTGGCACTGTATCTTCACCAGGCTGCGT 
AGCCGCGGCTTCGAGAGCACGACGTGCGGCAGCGCCATGTTCATGTCGCA 
GGGGTACGTTGGCTTGGCAATGCTGCTCTTCATCTACrCCAAGCTCTTCG 
AGTTGATCGACACCTTCTTCCTCATCGCGAAGAAGGCGGATGTGATCTTC 
CTGCATTGGTACCACCACGTCACCGTGCTGCTCTACTGCTGGCACTCGCA 
CTCGGTCCGGATACCGAGCGGGATCTGGTTCGCCGCGATGAACTACTTTG 
TGCACGCCATCATGTACTCCTACTTTGCGATGACGCAGATGGGTCCGCGC 
TACCGCAAGCTCGTCCGGCCGTACGCGCGGCTGATTACGACCCTGCAGAT 
CTCGCAGATGTTCGTCGGCCTCATCGTCAACGGCTCGATCATTTACTTCA 
CGTCGCTCGGGCACGCATGCAAGTCGAGCAAGACGAACACGATCCTGAGC 
TGGCTGATGTACCrCAGCTACTITGTGCTATTCGGACTGCTCTACCTGCG 
CAATTACATCCTTGGTACACATGGCAAGCCGGCGGGCAAGCGCGCAAAGG 
GCAAGGCGGAATAGTGGAGGGGCCGGGGAGGCGGTGCCCACCCGCGCTCG 
CAAAGCGGTCGCGCTCCTTGCCGAGATGCGACGAGAGTCGAAGAGGTGAA 
ACCTCCITAAAATAATGCTACTCCTAGATTTTCGCTTTGTGCTTCCGTAT 
AGATGGTCAAGCC 



Figure 7b 
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